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PMN: offering resources to scientists

Pipeline for
high quality enzyme

function prediction and
metabolic pathway inference

Metabolic
pathway databases for
76 plant genomes

Experimental information of
enzymes and pathways

for over 400 plant
species

Free online access and free
download for academic
and commercial
users
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• Semi automated decision tree to improve predictions

• Pathway-tools software suite (SRI): using MetaCyc) and

PlantCyc as pathway resource

• Ensemble voting machine: (blast, PRIAM), >50k enzyme and

>90k non-enzyme sequences à >10k enzyme functions

• Schlapfer et al 2017, Plant Physiology

High quality enzyme function 
prediction and pathway inference
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Genome wide metabolic pathway 

databases for plants



www.plantcyc.org

Find out more about your gene of interest
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Find out more about your gene of interest
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Find out more about your gene of interest
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Find out more about a metabolic pathway
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Overlay and analyze omics data sets



www.plantcyc.org Come to my poster:
1000-024, Weaning pathogens off their 

host
Metabolic modeling using PMN resources

• Time today: 6:30 PM – 7:15 PM
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Thank you!
• The PMN Crew

• Sue Rhee (PI)

• Peifen Zhang

• Bo Xue

• Arvind Chavali

• Garret Huntress

• Many PMN Alumni

• Major Collaborators

• MetaCyc and Pathway Tools at STI 

Peter D. Karp and Suzanne M. Paley

• MaizeGDB at USDA-ARS

• Editorial board members

• Users for data submission and 

correction

Poster: 1000-024, 6:30 – 7:15


